List of amino acid sequences for Hop phylogenetic analysis
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>AvrD1_Pto_PT23
MQDLSFSNIENHLGPAKDRFFGDGFKHVEYSARHVNLTESAVDANITLSYPANWSKKNGSSELVPHLSTIDALTISTNLSQDILLNSFKSIDHCWVKGISIKAGNKPEEDLRNINAKITKESQVLDSQGDTNLFFVGNVGAMTVQLELIMPAAHEIETVKDSAEKSCYSLHFKNRTQFIDDIIFYSPLNAISTLFVAYDKEPHFLPGGIEAGYPNIMNPVDSLVSHAQIAQALLYKLDGLTRDESNTLWMRSLNIIAENPAKRIAATRLLVTELKRANIVSVKGKNWRIAEVAGHMNGITLSSSVAHLLPL

>AvrD1_Pph_NPS3121

MQDLSFSTIENHLGPAKDRFFGDGFKHVEYSARHVNLTESEANRSISLSYPANWSKKNDSGELIPHLSSIDALTISINLSQDILLNRFKSIDHCWVRRISIRAGKKPEEDLRNINAKITKESQGLDSKGDTNLIFGGNVGTMTVQLEFIIPAAHEVDTIKDSTEKSCYSLHFKNRTQFIDDIIFYSPLNAISKLFVANDNEPHFLPGGIEANYPNIINPVDSLVSHAQIAQALLYKLDGLTRDESNTLWMRNLNIIAENPAKRRAATRLLVTELKRANIVSLKGENWRVAEVAGHMNGITFSSSVAHLLPL

>AvrD1_Pla_1

MQDLSFSTIENHLGPAKDRFFGDGFKHVEYSARHVNLTESEANRSISLSYPANWSKKNDSGELIPHLSSIDALTISINLSQDILLNRFKSIDHCWVRRISIRAGKKPEEDLRNINAKITKESQGLDSQGDTNLIFGGNVGTMTVQLEFIIPAAHEVDTIKDSTEKNCYSLHFKNRTQFIDDIIFYSPLNAISKLFVANDNEPHFLPGGIEANYPNIINPVDSLVSHAQIAQALLYKLDGLTRGESNTLWMRNLNIIAENPAKRRAATRLLVTELKRANIVSLKGENWRVAEVAGHMNGITFSSSVAHLLPL

>AvrD1_Pla_2

MQDLSFSNIENHLGPAKDRFFGDGFKHVEYSARHVNLTESAVDANITLSYPANWSKKNGSSELVPHLSTIDALTISTNLSQSILLNSFKSIDHCWMKRISIKAGNKPEEDLRNINAKITKESRGLDSQGDTYLILVVNVGAMTVQLEFIMPAAHEIESVKDSAEKSCYSLHFKNRTQFIDNIIFYSPLNAISTLFVAYDKEPHFSPSGIEAGYPNIMNPVDSLVSHAQIAQALLYKLDGLTRGESNTLWMRSLNIIAENPAKRIAATRLLVTELKRANIVSVKGKNWRIAEVAGHMNGITLSSSVAHLLPL

>AvrD1_Pci

MQDLSFSNIENHLGPAKDRFFGDGFKHVEYSARHVNLTESAVDANITLSYPANWSKKNGSSELVPHLSTIDALTISTNLSQDILLNSFKSIDHCWVKGISIKAGNKPEEDLRDINAKITKESQGLDSQGDTYLIFGGNVGTMTVQLEFIMPAAHEIETVKDSAEKSCYSLHFKNRTQFIDDIIFYSPLNAISTLFVAYDKEPNFLPGGIEANYPNIMNPVDSLVSHAQIAQALLYKLDGLTRGESNTLWMRSLNIIAENPAKRIAATRLLVTELKRANIVSVKGKNWRVAEVAGHMNGITLSSSVAHLLPL

>AvrD1_Pap

MQDLSFSNIENHLGPAKDRFFGDGFKHVEYSARHVKLTESAVDANITLSYPANWSKKNDSGELIPHLSTIDALTISIKLSQDILLNRFKSIDHCWVRRISIKAGNKPEEDLININAKITKESQVLDSQGDTNLFFFGNVGAMTVQLELIMPAAHEVDTVRDSAEKNCYSLHFKNRTQFIDDIIFYSPLNAISKLFIADDNEPHFSLGGIEANYPNIMNPVDSLVSHAQIAQALLYKLDGLTRDESNTLWMRSLNIIAENPAKRIAATRLLVTELKRANIVSVKDKNWRVAEVAGHMNGITLSSSVAHLLPL

>AvrD1_Pgy_race0

MQDLSFSTIENHLGPAKDRFFGDGFKHVEYSARHVNLTESAANASISLSYPANWSKKNDSGELIPRLSSIDALTISINLSQDILLNRFKSIDHCWVRRISIRAGKKPEEDLRNINAKITKESQGLDSQGDTNLIFGGNVGTMTVQLEFIIPAAHEVDTIKDSTEKNCYSLHFKNRTQFIDDIIFYSPLNAISKLFVANDNEPHFLPGGIEANYPNIINPVDSLVSHAQIAQALLYKLDGLTRGESNTLWMRNLNIIAENPAKRRAATRLLVTELKRANIVSLNGENWRVAEVA

>AvrD1_ Pgy_race1

MQDLSFSTIENHLGPAKDRFFGDGFKHVEYSARHVNLTESAANASISLSYPANWSKKNDSGELIPHLSSIDALTISINLSQDILLNRFKSIDHCWVRRISIRAGKKPEEDLRNINAKITKESQGLDSQGDTNLIFGGNVGTMTVQLEFIIPAAHEVDTIKDSTEKNCYSLHFKNRTQFIDDIIFYSPLNAISKLFVANDNEPHFLPGGIEANYPNIINPVDSLVSYAQIAQALLYKLDGLTRGESNTLWMRNLNIIAENPAKRRAATRLLVTELKRANIVSLNGENWRVAEVAGHMNGITFSSSVAHLLPL

>AvrD1_ Pgy_race3

MQDLSFSTIENHLGPAKDHFFGDGFKHVEYSARHVNLTESAANASISLSYPANWSKKNDSGELIPHLSSIDALTISINLSQDILLNRFKSIDHCWVRRISIRAGKKPEEDLRNINAKITKESQGLDSQGDTNLIFGGNVGTMTVQLEFIIPAAHEVDTIKDSTEKNCYSLHFKNRTQFIDDIIFYSPLNAISKLFVANDNEPHFLPGGIEANYPNIINPVDSLVSHAQIAQALLYKLDGLTRGESNTLWMRNLNIIAENPAKRRAATRLLVTELKRANIASLKGENWRVAEVAGHMNGITLSSSVAHLLPL

>AvrD1_ Pgy_race6

MQDLSFSTIENHLGPAKDHFFGDGFKHVEYSARHVNLTESAANASISLSYPANWSKKNDSGELIPHLSSIDALTISINLSQDILLNRFKSIDHCWVRRISIRAGKKPEEDLRNINAKITKESQGLDSQGDTNLIFGGNVGTMTVQLEFIIPAAHEVDTIKDSTEKNCYSLHFKNRTQFIDDIIFYSPLNAISKLFVANDNEPHFLPGGIEANYPNIINPVDSLVSHAQIAQALLYKLDGLTRGESNTLWMRNLNIIAENPAKRRAATRLLVTELKRANIASLKGENWRVAEVAGHMNGITLSSSVAHLLPL

>AvrD1_G50_race2

MQDLSFSTIENHLGPAKDRFFGDGFKHVEYSARHVNLTESEANRSISLSYPANWSKKNDSGELIPHLSSIDALTISINLSQDILLNRFKSIDHCWVRRISIRAGKKPEEDLRNINAKITKESQGLDSQGDTNLIFGGNVGTMTVQLEFIIPAAHEVDTIKDSTEKNCYSLHFKNRTQFIDDIIFYSPLNAISKLFVANDNEPHFLPGGIEANYPNIINPVDSLVSHAQIAQALLYKLDGLTRGESNTLWVRNLNIIAENPAKRRAATRLLVTELKRANIVSLKGENWRVAEVAGHMNGITFSSSVAHLLPL

>AvrD1_1449B

MQDLSFSTIENHLGPAKDRFFGDGFKHVEYSARHVNLTESEANASISLSYPANWSKKNDSGELIPHLSSIDALTISINLSQDILLNRFKSIDHCWVRRISIRAGKKPEEDLRNINAKITKESQGLDSQGDTNLIFGGNVGTMTVQLEFIIPAAHEVDTIKDSTEKNCYSLHFKNRTQFIDDIIFYSPLNAISKLFVANDNEPHFLPGGIEANYPNIINPVDSLVSHAQIAQALLYKLDGLTRGESNTLWMRNLNIIAENPAKRRAATRLLVTELKRANIVSLKGENWRVAEVAGHMNGITFSSSVAHLLPL

>AvrD1_1448A

MQDLSFSTIENHLGPAKDRFFGDGFKHVEYSARHVNLTESEANASISLSYPANWSKKNDSGELIPHLSSIDALTISINLSQDILLNRFKSIDHCWVRRISIRAGKKPEEDLRNINAKITKESQGLDSQGDTNLIFGGNVGTMTVQLEFIIPAAHEVDTIKDSTEKNCYSLHFKNRTQFIDDIIFYSPLNAISKLFVANDNEPHFLPGGIEANYPNIINPVDSLVSHAQIAQALLYKLDGLTRGESNTLWMRNLNIIAENPAKRRAATRLLVTELKRANIVSLKGENWRVAEVAGHMNGITFSSSVAHLLPL

