>AvrPto1_Pto_JL1065

MGNICVGGSRMAHQVNSPDRVSNNSGDEDNVTSSQLLSVRHQLAESAGLPRDQHEFVSSQAPQSLRNRYNNLYSHTQRTLDMADMQHRYMTGASGINPGMLPHENVDDMRSAITDWSDMREALQHAMGIHADIPPSPERFVATMNPSGSIRMSTLSPSPYRNWQ

>AvrPto1_Pto_DC3000

MGNICVGGSRMAHQVNSPDRVSNNSGDEDNVTSSQLLSVRHQLAESAGVPRDQHEFVSNQAPQSLRNRYNNLYSHTQRTLDMADMQHRYMTGASGINPGMLPHENVDDMRSAITDWSDMREALQYAMGIHADIPPSPERFVATMNPNGSIRMSTLSPSPYRNWQ

>AvrPto1_Psy_B728a

MGNICVGGSRMAHQVNSPDRVSNNSGDEDNVTSNQLLSVRRQLAESAGLPRDQHEFISSQAPESLRSSYNNLYSHTQRTLDFADMQHRFMTGASGINPGMLPRENVDDMRSAISDWSDMREALQHAMGIHADIPPSPERFVTTINPSGSIRMATLAPSPHRNW

>AvrPto3_Pmy_MAFF302941
MGNICVGGSSMAHQVNSPDRVNNSSGDNQNDIVGEIINLRHQLSEAVNLPQHQVDFLNNEAPPSLRDNYRGLDRATRNDILVADMHHRRLTQGGPHPATSTQDSINNMQTRVSAWHDMNEALDHAMQVHNYIPPQYVPTINPSGSIRMATLTPRPWES

>AvrPto1_Pmo_MAFF301020
MGNICVGGSSMAHQGNSPDRASNNSNDDNNVSSGQLLDVRHALADAAGLTREQHAFISNDAPASLRSRYNALYTRTQNTFHMADMQHRYMTGESRVNPGMRPHENVSQMRSAISDWDDMREALQHAMDIHADMPESPERYAATINPSGSIRMSTLSPYRNW

>AvrPto1_Pla_N7512
MGNICVGGSRMAHQVNSPDRVSNNSGDDSNVTANQLLNVRHQLADAAGVPRDQHEFITNQAPQALQNRFNRLYNHTQRTLQMADMQHRYMTGASGVNPGMLPHENVQSMRDDMSAWSDMREALQHAMEVHTGIPASPERFVTTINPSGSIRMATLSPRPWGN

>AvrPto1_Por_36_1
MGNICVGGSSMAHQVNSPDRVSNNSDDPNHVTPDQFLSVRHQLVDSSGLTREQNYFINHRGSLSLRSSHNNLYERTQRMLDRATIQHRFMSGLSVLSLGSQPHEDVAKMREYISEWSNMRISVQNEMNANSDSSESYAQITNPDGLDRQYILRPSPYGNR

>AvrPto2_Pal_T3C

MGNICVGGSSMAHQVNSPDRVSNSAGEDNQTTSLDLRNLRLRLAESTDLPPNEHAFLGHGGSESLRTQYNNLRRQTERNLDAADIEHRHMTGMSRHSSGTPLSELVNTLESNIAAWGQMRGNLQREMGVSDDSPAPEQFHLVETPSGPSSSLAVPRPFR

>AvrPto5_Pal_T3C

MGNVCVGGASMARQVNSPDRVGQGSEVDDEVTPAQLLSAKDALDNAAGLTRPQLHFINNEAPQTLREHYHRLHRVTDALLQTAAAHHRYLTNDTGFNTGDTSENIVQQISTKLTEWSDMREALDEAMRAQSGIPQEFRPAVDARGNVLGMARFAPHNG
>AvrPto5_Pma_ES4326

MGNVCVGGASMARQVNSPDRVGQGSEVDDEVTPAQLLSAKDALDNAAGLTRPQLHFINNEAPQTLREHYHRLHRVTDALLQTAAAHHRYLTNDTGFNTGDTSENIVQQISTKLTEWSDMREALDEAMRAQSGIPQEFRPAVDARGNVLGMARFAPHNG
>AvrPto1_Pto_kuzzen40

MGNICVGGSRMAHQVNSPDRVSNNSGDEDNVTSSQLLSVRHQLAESAGLPRDQHEFVSSQAPQSLRNRYNNLYSHTQRTLDMADMQHRYMTGASGINPGMLPHENVDDMRSAITDWSDMREALQHAMGIHADIPPSPERFVATMNPSGSIRMSTLSPSPYRNWQ

>AvrPto1_Pto_Max13

MGNICVGGSRMAHQVNSPDRVSNNSGDEDNVTSSQLLSVRHQLAESAGLPRDQHEFVSSQAPQSLRNRYNNLYSHTQRTLDMADMQHRYMTGASGINPGMLPHENVDDMRSAITDWSDMREALQHAMGIHADIPPSPERFVATMNPSGSIRMSTLSPSPYRNWQ
>AvrPto4_Pta_ATCC11528
MGNMCVRGSSMANQVHSPDRANSSSGDNNGITPDQLINARHELSEVAGLPREVHSFISSNSAPADLRDRHNTLFRNTQTVLDAVDIHDRSVRGDISAISSTTSDQLMSSIQSLKSKWDGFRRELQQAMPARASSEHYRIAEQPGGSMQLSSLTPSPYRN

>AvrPto1_Ppp_5

MGNICVGGSRMAHQVNSPDRVSNNSGDDSNVTANQLLNVRHQLADAAGVPRDQHEFITNQAPQALQNRFNRLYNHTQRTLQMADMQHRYMTGASGVNPGMLPHENVQSMRDDMSAWSDMREALQHAMEVHTGIPASPERFVTTINPSGSIRMATLSPRPWGN
>AvrPto1_Pma_4981

MGNICVGGSRMAHQVNSPDRVSNNSGDEGNVTSSQLLSVRHQLAESAGLPRDQHEFVSSQAPQSLRNRHNNLYSHTQRTLDMADMQHRFMTGASGINPGMLPRENVDDMRNAISDWSDMREALQHAMGIHADIPPSPERFVATINPSGSIRMSTLSPSPYRNWQ
>Avrpto2_Pae_2250

MGNICVGGSSMAHQVNSPDRVSNSAGEDNQTTSLDLRNLRLRLAESTDLPPNEHAFLGRG

GSESLRTQYNNLRRQTDRNLDAADIEHRHMTGMSRVSSGTPLSELVNTLESNIAAWGQMR

GNLQREMGVSDDSPAPEQFHLVETPSGPSLAVRRPLRE

